
Genes Human Mouse Rat Dog
Human 23224 - 20492 (88%) 19961 (86%) 20091 (87%)
Mouse 24438 21460 (88%) - 22150 (91%) 21121 (87%)
Rat 23299 19727 (85%) 21854 (94%) - 21809 (94%)
Dog 18214 17657 (97%) 17265 (95%) 17705 (97%) -

Table 1: BLASTP Homologs. Amount of genes for which BLASTP homologs with Evalue < 0.1 could be
detected.

one2one Ensembl Syntenator Overlap
Human Mouse 13093 16501 12278 (94%)
Human Rat 12485 16955 12072 (97%)
Human Dog 13140 16382 12783 (97%)
Mouse Rat 15765 19125 15235 (97%)
Mouse Dog 12448 15845 12023 (97%)
Rat Dog 11891 15198 11467 (96%)

Table 2: One-one orthologs. Amount of Ensembl40 one-to-one orthologs which were recoverved by SYN-
TENATOR.
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Human Mouse BF on BRH BF on EnsEMBL SYNTENATOR BF on 3-BRH EnsEMBL
orthologs compara

BF on BRH 1.00 0.79 0.88 0.87 0.92
BF on EnsEMBL orthologs 0.85 1.00 0.88 0.79 0.90
SYNTENATOR 0.80 0.74 1.00 0.74 0.93
BF on 3-BRH 0.94 0.79 0.89 1.00 0.90
EnsEMBL compara 0.72 0.65 0.80 0.65 1.00

Human Rat BF on BRH BF on EnsEMBL SYNTENATOR BF on 3-BRH EnsEMBL
orthologs compara

BF on BRH 1.00 0.90 0.84 0.88 0.92
BF on EnsEMBL orthologs 0.80 1.00 0.83 0.72 0.91
SYNTENATOR 0.74 0.83 1.00 0.68 0.93
BF on 3-BRH 0.95 0.88 0.83 1.00 0.90
EnsEMBL compara 0.64 0.71 0.72 0.57 1.00

Human Dog BF on BRH BF on EnsEMBL SYNTENATOR BF on 3-BRH EnsEMBL
orthologs compara

BF on BRH 1.00 0.92 0.94 0.88 0.84
BF on EnsEMBL orthologs 0.89 1.00 0.93 0.81 0.85
SYNTENATOR 0.84 0.86 1.00 0.76 0.86
BF on 3-BRH 0.96 0.91 0.93 1.00 0.82
EnsEMBL compara 0.80 0.84 0.91 0.71 1.00

Mouse Rat BF on BRH BF on EnsEMBL SYNTENATOR BF on 3-BRH EnsEMBL
orthologs compara

BF on BRH 1.00 0.88 0.91 0.84 0.88
BF on EnsEMBL orthologs 0.89 1.00 0.93 0.78 0.89
SYNTENATOR 0.78 0.78 1.00 0.68 0.88
BF on 3-BRH 0.96 0.88 0.91 1.00 0.86
EnsEMBL compara 0.68 0.68 0.79 0.58 1.00

Mouse Dog BF on BRH BF on EnsEMBL SYNTENATOR BF on 3-BRH EnsEMBL
orthologs compara

BF on BRH 1.00 0.92 0.87 0.84 0.96
BF on EnsEMBL orthologs 0.86 1.00 0.88 0.76 0.96
SYNTENATOR 0.80 0.85 1.00 0.71 0.97
BF on 3-BRH 0.94 0.90 0.87 1.00 0.93
EnsEMBL compara 0.73 0.78 0.81 0.63 1.00

Table 3: Overlap between syntenic blocks. For each pairwise comparison and each method, the ratio
between sequence in overlapping blocks and total sequence in blocks is shown. For example for human and
mouse, 93% of the blocks predicted by SYNTENATOR, overlap with EnsEMBL compara blocks. but only
80% of compara blocks overlap with SYNTENATOR.
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